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FirstName LastName SpecimenCollectionsorContribution Email Affiliation
Scott Baker Cetaceans scott.baker@oregonstate.edu U Oregon
Keith Barker Curator of genetics resources barke042@umn.edu U Minnesota
Albano Beja-Pereira High qlty DNA-domestic & wild animals albanobp@mail.icav.up.pt Portugal

Michele Clamp Senior Computational Biologist mclamp@broad.mit.edu Broad Institute
Joel Cracraft Birds jlc@amnh.org AMNH

Andrew Crawford Amphibians andrew@dna.ac STRI / Panama

Scott Edwards Birds sedwards@fas.harvard.edu Harvard
James Estes Marine mammals jestes@ucsc.edu UCSC

Adam Felsenfeld
Head of NHGRI extramural sequencing 
program felsenfa@exchange.nih.gov NHGRI

Jennifer Graves Marsupials and monotremes jenny.graves@anu.edu.au Australian National U

Eric Green
NHGRI sequencing Center Director, 
ENCODE egreen@nhgri.nih.gov NHGRI

Robert Hanner Canadian Barcode of Life Network rhanner@uoguelph.ca U Geulph
Olivier Hanotte Frozen Ark olivier.hanotte@nottingham.ac.uk ILRI
David Haussler UCSC browser, genome evolution analysis haussler@soe.ucsc.edu UCSC
Kris Helgen Mammalian diversity knowledge, etc helgenk@si.edu Smithsonian
Warren Johnson Carnivores, pholidotes, camelids johnsonw@ncifcrf.gov NCI
Bailey Kessing Database creator kessingb@ncifcrf.gov NCI
David Kingsley Discussion participant kingsley@stanford.edu HHMI / Stanford

Harris Lewin Artiodactyls specimens h-lewin@illinois.edu U Illinois

Gordon Luikart
Collection of high quality tissue and DNA from 
ungulates gordon.luikart@mso.umt.edu U Montana

Paolo Martelli Asian connections-birds, amphibians, reptiles paulusvet@yahoo.com Ocean Park, Hong Kong

Jim McGuire
Museum of Vertebrate Zoology at UC 
Berkeley mcguirej@berkeley.edu UC Berkeley

Webb Miller
Computational genome assembly and 
alignment wcm2@psu.edu Penn. State

Miguel Moreira miguelm@inca.gov.br NCI Brazil

Robert Murphy Amphibians / reptiles bob.murphy@utoronto.ca Royal Ontario Museum
William Murphy Mammal evolution, all mammals wmurphy@cvm.tamu.edu Texas A&M
Ngan Nguyen Database manager, white-paper assist nknguyen@ucsc.edu UCSC

Stephen O'Brien Carnivores, primates, other mammals obrien@ncifcrf.gov NCI
Guillamo Orti Fish gorti1@unl.edu U Nebraska
Brian Pike Global Viral Forecasting Initiative BPIKE@gvfi.org GVFI

David Rawson Fish david.rawson@beds.ac.uk LIRANS

Oliver Ryder
Artiodactyls, perissodactyls, primates, 
carnivores, + oryder@ucsd.edu ZSSD

Stephan Schuster Microbial species scs@bx.psu.edu Penn State
Hector Seuanez New World primates hseuanez@inca.gov.br NCI-Brazil
Brad Shaffer Turtle collections hbshaffer@ucdavis.edu UC Davis
Fred Sheldon LSU Collection fsheld@lsu.edu LSU MNS
Barry Sinervo Reptiles sinervo@biology.ucsc.edu UCSC
Mark Springer Mammal evolution, all mammals mark.springer@ucr.edu UCR

Josh Stuart
Comparative genome analysis and systems 
biology jstuart@soe.ucsc.edu UCSC

Emma Teeling Chiropterans emma.teeling@ucd.ie U Dublin
Stephen Turner Sequencing Technologies sturner@pacificbiosciences.com PacBio

Byrappa Venkatesh Fish mcbbv@imcb.a-star.edu.sg
Institute of Molecular 
and Cell Biology

Robert Vrijenhoek Fish vrijen@mbari.org MBARI
Robert Ward Fish bob.ward@csiro.au Australia
Ed Wiley Fish ewiley@ku.edu U Kansas
Terrie Williams Mammals williams@biology.ucsc.edu UCSC
Nathan Wolfe Primates and African Mammals ndwolfe@stanford.edu Stanford & GVFI
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YaPing Zhang
Fish-Largest tissue & DNA collection for 
vertes in Asia zhangyp@mail.kiz.ac.cn Kunming, China

Fred Allendorf Fish fred.allendorf@umontana.edu U Montana
George Amato Mammals gamato@amnh.org AMNH NYC

Giacomo Bernardi Fish bernardi@biology.ucsc.edu UCSC

Alexander Graphodatsky Rodents graf@bionet.nsc.ru Novosib
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